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BE. B @ MR IR% miR - 155 A F M SGC -7901 Zmfi A 455 miR - 155 55 BiEa A4 F47% WS
PACR T AT B R R 3L Bl A% £ AR 4 AR TGF - B.SMAD2  CyclinD1 #9 &k K-F T, 547 F R AR F B
BmegAb, Fik BN A B R R TN miR - 155 § /% SGC -7901 4/t 2 K BRI A FITAE
16, B ik 2530 0 oy sk B2k fu ik A B @ T EE L (control ) | FAE ST BB 4 (sh — NC) sh - miR - 155 40 & /7 40
(f&. P & F &) BP sh —miR - 155 + (5% 10% 20% 424 dn.3% ) | CCKS A& M) 4m i3 74 7L X, 28 MU ASUAL ) 4m 8 JB) 0 Am )
T, Transwell %44 2m fien 69 iT 4 Fo 42 £ | qRT — PCR , Western — blotting #: | 8 . TGF — 3,SMAD2 , CyclinD1 mRNA % & &
FEAKFE, R R miR - 155 TS F % SCC —7901 Mg s iF e fo42 2 (P <0.05) , 42 # TGF - B.SMAD2  Cy-
clinDl mRNA Z &G & & (P <0.05) ;7% # AR F @i L9 miR - 155 & 3i& 55 § %% SGC - 7901 @ it é4 4 =, ¥4 § %
SGC -7901 #mfe3g 7 iE s Fefd & (P <0.05) ; 5F B 474 B % SGC — 7901 #m fif, TGF — B.SMAD2 . CyclinDl mRNA % & & %
X (P<0.05), &t A K miR - 155 T L8 TGF - 8. SMAD2  CyclinD1 & i& {2t B Jmut &, A #ACE 7 T LA
miRNA155 #) % ik #7%) TGF — B .SMAD2 . CyclinD1 #9 %k i S © e g s E st fein 2 X BRI E B
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Study on the involvement of TGF - 3/ Smad -2 signal mediated by miR - 155 in gastric
cancer and the intervention of Qingrehuashi formula

ZHAO jun-jia' , CHEN Yuan-neng’ " ,ZHANG Tao’ ,ZHONG Chan' , HUANG Li-bing-xue' , A0 Xian-wei'

(1. Guangxi University of Chinese Medicine ,Nanning 530000 , China ;2. Ruikang Hospital Affiliated to Guangxi
University of Chinese Medicine , Nanning 530000, China)

Abstract ; Objective To investigate the role of miR — 155 in the biological behavior of gastric cancer, we constructed a stable si-
lenced human gastric adenocarcinoma SGC —7901 cell line. To observe the proliferation, cycle, invasion and migration of gastric
cancer cells as well as the changes in the expression levels of TGF — 3, Smad2 and CyclinD1, and analyze the mechanism of Qin-
grehuashi formula in the prevention and treatment of gastric cancer. Methods Stably silenced miR — 155 gastric cancer cell line
SGC —7901 was constructed by gene transfection technique, and the changes of biological behavior of gastric cancer cells were ob-
served. Serum pharmacological method was used to prepare pharmaceutical clear, which was divided into control group, negative
control group (sh —NC), sh —miR - 155 group, treatment group (low, medium and high dose) namely sh - miR — 155 + (5% ,
10% and 20% containing pharmaceutical clear). Cell proliferation was detected by CCK8 assay, cell cycle and apoptosis were
detected by flow cytometry, and cell migration and invasion were detected by Transwell assay. MRNA and protein expression levels
of TGF - B, Smad2 and CyclinD1 were detected by qRT — PCR and Western — blotting. Results Silencing miR — 155 promoted the
proliferation, migration and invasion of SGC —7901 cells (P < 0.05), and promoted the mRNA and protein expressions of TGF
- B, Smad2 and CyclinD1 (P < 0.05). Qingrehuashi formula induced apoptosis of SGC —7901 cells by up - regulating the ex-
pression of miR - 155, and inhibited proliferation, migration and invasion of SGC —7901 cells (P < 0.05). Moreover, the mR-
NA and protein expressions of TGF — B, Smad2 and CyclinD1 in gastric cancer SGC — 7901 cells were inhibited (P < 0.05).
Conclusion Stably silencing miR — 155 can up - regulate the expressions of TGF — 3, Smad2 and CyclinD1, and promote the
progression of gastric cancer. Qingrehuashi formula can up - regulate the expression of miRNA155, inhibit the expression of TGF
- B, Smad2 and CyclinD1, induce cell apoptosis, inhibit cell proliferation, migration and invasion, and achieve synergistic effi-
cacy in the prevention and treatment of gastric cancer.
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B 9% ( Gastric Cancer, GC) YE NI # WL EMME 2 —, fE 4
BRI R4 5 L A AR DCRE T RN HESE =1 FR ALY
R BRI T BT B, FARE AR T 22, B8 B
BRMATUR 227, PO R R IA T b R R
RIVEF S5 e R (EFR 25367 IR B ILAR 45 AN T
W5, IR F OB 5 A0 SE 3 VIR R Oy 3@ i 30 CD14 53 BE VS
PRV AR AE R F 14 2% 38 DT & #E B 3 18 9 s i =o)L O
WY E 12 B F AR S5 B R BEAR A | 2R FH 3 PR R 43 i iE 5
miR - 155 76 B H 240 p 0 g A, 8 3 A Y ME B s i & B
miR155 ¥ 8% B &, L HAE VT4 TGF - B {7 53 I b 1 1E
R R A S0 A R DR e R S AR A A 3R S TR
TEVTE AR 7 288 25 B3R B@ L, B ek —2 i b
BI7iRIT BIm iR b,

1 #R5NEE
1.1 AR N ANBHEHMER SCC -7901 fHiE % A
293T 4 Atk i E Bl 5 _L A dn Bl o% Be it . THiigm
AR 7 45 AR IR T LS P A A A,
1.2 RAAFNE DMSO W T Invitrogen /A F] ,D — Hank” s 7
& \TryPsin — EDTA ¥ Wi B 1V 75 2L 356 PR R A PR 2% R 4R 3t
RNAi - Mate Hi 11575 BLEE (R AR A FRZS FHR AL 18 90 35 285
Fi( PGag/Pol ,PRev PVSV - G) 1835 & 2k (& Jfr KL (PCDNA3. 1) 11y
BT S YRR AR A R CCK8 I & & T H A=
OS] AR B AN S B T Keygen 22 F]; Anti — CyclinD1
Bk ( ab40754, Abcam 73 #]) 1: 2000; Anti — SMAD2 i &
(ab33875, Abcam /A H]) 1: 1000 ; Anti — GAPDH Hii& (abh9482,
Abcam Z3®])1: 5000, EcliPse TE —2000U {5 % W85 4 @ Ni-
kon 2~ H], BEOHLUW H S AU ] 266 PCR AU A ABL A F],
TERANAAUE H BD 2],
1.3 ZBRHY BHHLIR W E TP b B 25 RS I E 5 =
Bt ST 287 6 ¢, IEFN3 g, FXH 4.5 ¢, TRETF9 ¢,
Hi54.5¢, MiE12 g, BT 12 g, HRIKE9 g, 19 g, AT
{212 g, HERE 1.8 g, BHKE 4.5 g, FHZEB/KFLTE PALIE )T
N, WRAETCHI A 1g JFAE 25/ 1m] 2GR, 3 UB s T 4°C vkAH
PRFF
2 Ak
2.1 £HhEHE RAMG LA Ik & & 2ieiE, B
TR e SPF ik SD KR, 44 TE IR /KRR |
SR = IR & x P55 58 R0 < 35535 W B
(BRI x BRI BT ) . B - 20°CIRTER
2.2 R USRI EAESE miR - 155 76 B SGC -
7901 40 %A g, Il 8 e A, A AR UK miR
- 155 B SGC -7901 4Nfg ABLAL . AR 2% W H Tu D RNA
(Tough Decoy RNA) B3 J7 i A 2 mi RNA (1% 310 41 18 75 75 28
& ¥ LiPofectamineTM2000 5 4 293T £ ifd £, %% 2 At 15 575 B3 JUHL
) . £H 9 5 R B EL = i B e SRR 3 SR (P Gag/Pol | P
Rev P VSV - G) , fE5E0 0 flUse T WL, TH AR 221 B2 MOI {8,
S W18 T A T I Y 293 4D ; SR A8 06 75 1 Ik
Yei) B SGC - 7901 A0 A F 5255, R A RT - PCR 33 3iF miR-
NA155 Ak,
2.3 HHERKLSA KR HENEE TR miR - 155 BiE
SGC -7901 i R NN HR . 43 =S BB ZH (control ) | B 1
X BZH (sh = NC) .sh — miR — 155 4 JA¥7 20 (MR &40 . o 70
2 ERIEEZE) B sh - miR — 155 + (5% .10% .20% & 25135 ) o
2% A0 RE 20 9 AR AR B Ab B Y SGC - 7901 41 it , BH I it BR 4
ZEHEYLIY SGC - 7901 AL, BR2s FH T HR A K BR 1 %ot FR 4l 40, Hidx
- 2614 -

2R P YL R TR miR — 155 1R EE A, BT A (IR
21 PFIEL B A BINE 5% (10% \20% HE B35 ik
B E2i2FE ., A A 7E RPMI - 1640 15373, 37°C,5%
CO, FHMIGFEAMI, sh — miR - 155 FEYLJFF.5° — GGAAAG-
GACGAAACACCGGGGGTGTGACTTCATCATTC - 3 °; 3° -
TGTCTCGAGGTCGAGAATTAAAAAAGAGAACTTGGTGC -5
2.4 il

2.4.1 CCK-8 A 4mfeyMa 4 M 4E & 440 i ai7E 96
UM BN FEFR E AT E] % 10l CCK - 8 3R B i
B FSL T WG G AIAE 37°C FEE 2h, 300 F EEhR A0 &
1E 450 nm &b IR

2.4.2 WA MM T 40 80 B B Fe B IR A L A,
G BEEAT ML 2, A RAE TS BE 100 pug/mL RNase A,0. 2%
Triton X —100,4°C #OEMEFE 30 min, #EATANMYL @, LLR 4
SRR AR FFAGI , T4 A AR, A 40 T 17 4, 9T F Mod Fit 43
BramfaE e .

2.4.3 Transwell &0 4yt f@ 2 0L AL A f,
TMERFREEEEHE N 1 x10°/mL, Transwell /N FEAA
200l A0 BT, BB A 600pL BY5E R IR, T 5% CO, .
37CHIRFEIRAA TP B F% 48h, BUH/NE, BT, 45 5 A e
&, T8 DA T IR, ML ER 5 A EF T8, BB
AR E 3 AE AL, LIS R,

2.4.4 qRT-PCR # 3 41 i % TGF - B.SMAD2 . CyclinD1 mRNA
RATA ANES DU, A0 R IE AT EONET 235
1 x 10° ANEHMEALA 1mL Trizol BYAJIEE R | ™ 42 R 10 15 1 2
VERAR, DL Trizol 325 42 BUAN ML 5. RNA; BUE 50K H s 0 ¢
DNA, #1752 96628 7 PCR S, 460 mi RNA - 155 . TGF - B,
SMAD2 CyclinD1 7E45-4H B 8 4 i A i 3k, U6 1R R X i,
BRI R 3 K, 2RI E MY mRNA Fikh, q RT - PCR
SIFHIILE 1,

£ 1 RT-PCR RI3|#

519751
5’ = GTCGTATCCAGTGCAGGGTCCGA
GGTATTCGCACTGGATACGAC ACCCCT -3’
5’ — GGATTAATGCTAATCGTGAT -3’
5’ = GTGCAGGGTCCGAGGT -3’

5’ — AACGCTTCACGAATTTGCGT -3
5’ - CTCGCTTCGGCAGCACA -3’
5’ — AACGCTTCACGAATTTGCGT -3’
5’ = TGGACATCAACGGGTTCACT -3’
5’ - GAAGTTGGCATGGTAGCCCT -3’
5’ - GATGCCAACCTCCTCAACGA -3’
5’ - GGAAGCGGTCCAGGTAGTTC -3~
5’ = AGGCTCTCCAGCAGAACTATC -3’
5’ = GCCATCTACAGTGAGTGAGGG -3’

BRI

miR - 155 RT Primer

miR - 155 forward Primer
miR — 155 reverse Primer
U6 RT Primer
U6 forward Primer
U6 reverse Primer
TGF - Blforward Primer
TGF - B1 reverse Primer
cyclin D1 forward Primer
cyclin DI reverse Primer
SMAD2 forward Primer
SMAD?2 reverse Primer

2.4.5 Western - blotting £ 3 4 f& TGF — B,SMAD2, CyclinD1 &
B RN 43 BIRETRAS AN, AR A A B A B e, IR 1L
JE RN, A RIPA ZLAE 48 S 88 15, BCA WL 2 25 1
HBE , LIS RN TE FEAT SDS - PAGE JRJK HL ik, 28« B — ) 4]
—>—PWE > P E " R, — PP Anti - TCF - BI
(abh27969, Abcam) 1:2000 ; Anti — CyclinD1 ( abh40754 , Abcam ) 1:
2000; Anti — SMAD2 ( ab33875, Abcam) 1: 1000; Anti — GAPDH
(ab9482, Abcam) 1: 5000, ECL 5%, fli Ak 2% & OGAL 5 4A
I8, L GAPDH N NZ,

2.5 Sty FPELEHR A SPSS 26. 0 B kAT St
SR, TR FORER A & 5 RFR AT ZREAR B LR FH R
[KZ J5 2253 BT (ANOVA) | J5 225508, SR I LSD ¥, Jr 2855 T,
KH Games — Howell 3% ; Z R &K LR HMT A 47, P <0.05 F
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NERBHEITFENL,

3 &8

3.1 RabMyEA 2B ERE SGC - 7901 41 Mo bk 7400 I ks
T EIR, FOCANMIEE W R I, N 1 x 10°TU/mL, MOI {A
=80, RIL ORI , AR A5 25 18 B A DTG G 293T i ( I
B 1), BB M8 22 40 i F PCR 36 TR« 5 B X IR 4H 1
&, sh — miR155 ZHZRM0 % miRNALSS FEIRFEMR, Z AR H¥E X
(P<0.05) (WIE 2), 1M miRNA — 155 — shRNA 1855 2044 i,
YIEYe SGC -7901 45 A %UTE T miRNA - 155 3£k,

T (TU/ml) = JAM0EL x T E 43 LL x 10° /R 3 R KRR ()
1 % 203T HREAYIBRE R HRIE (200 x )
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Relative miR155 Expression

sh-miR155
PR b4, * P <0.05
B2 mIFLiEmSHn

sh-NC

3.2 WRAEF X AMBANEE WE 3 PR, 525 A3 A
AL, sh — miR155 £0 1Y SGC — 7901 4 a3 10 m3sn , 2% %4 48
T2EE X (P <0.05) ;5 sh - miR155 4L HE, 3697 41 il b o
FeiEsl 2 SGC — 7901 4 il i W] e K A%, 25 578 G it 2 L
(P<0.05) . UilIVEHAL IR 7 I B B SGC - 7901 4H i Y
WA

2.09 ok
n
g [
= 1.59
- #
=
°
£ 1. 0 ##
-
z
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i
=
=}
= 0.5
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©
©

0. 0

control sh-NC sh-miR155 5% 10% 20%
sh-miR155

5 control 1L, * P <0.05,* * P <0.01;
5 sh - miR155 41t ,*P <0.05;*P <0.01
B3 FLR ARG TE R

3.3 BHRAEBFNAAEEAYHNYE WE 4 PR, 50 R
HMH , sh — miR155 24 G,/M 1400 o 11 B/, 2 5B 451t
228 Y (P<0.05) ;5 sh - miR155 4 W8 VA A b R B K w
FIHHHAE G,/M WM L 5] B s hn, Z R A S % B L (P <
0.05), FHEMALIE T EZA/EH T SCGC - 7901 41 fitg J& 1 19
G,/Mili,

°T Bl conirol
w B sh-NC
B sh-niriss5
M =5
M o
a0d * B 20%

409

Cell Population (% of total)

G0/6G1 s G2/M

A B.C.D.E.F 43l control 2 .sh — NC £ .sh - miR155 4 .
sh —miR155 +5% 4 .sh — miR155 + 10% %1 .sh — miR155 +20% 41 ,
5 control ZH I, * P <0.05;5 sh - miR155 #H 1, #*P <0.05
4 BRI E R

3.4 BRABFAELAEBATHYH WK S PR, 5258
TBAMEE, sh — miR155 HAYANIE T8>, 2R A5 EE X
(P <0.05) ;5 sh -miR155 4 b4, JR97 AL & K i fl sl 4
ML PR TR N, 2R A ST E L (P <0.05) , FHFHRL
BT HE N B MR SGC - 7901 4ufinyJET .
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control sh-NC sh-miR155 5% 10% 20%
sh-miR155
1ofat a2 10°Tq1 @
A 219 4.09% B 2.10% 4.87%
10° 10°
- -
s o
= 10° r ¥ oo 107 w4 iy
o &
2o .
10'4 10'4 )
i Chal i Bt
Q4 4% Q2 Q4 t‘; 3
10°492. 2 e 20K 10790, 1 L B9
10° 10°  10° 10° 10 10° 10" 10° 10° 10
FL1-H::FITC FL1-H::FITC
10'Ta1 3] 10°Tqr Q2
C 5.41% 3. 90% D 6.22% 3.97%
10° 10°
= o = B0 2
10° 10° H
= ==
4 4 o
= e = o
10'4 ﬁ; 10! ﬂg
Q04 a3 Q4 Q3
10°).90..5% 0.202% 10° 89. 7% 0.166%
JURNE:. A S A8\ 2-K . - 3 .
10° 10" 10° 10°  10° 10° 10 10 10 10
FL1-H::FITC FL1-H::FITC
10°1qQ1 Q2 10° a1 Q2
E 1. 74% 9.58% F 13. 7% 16.2%
103 103-
s
= o S
s .y T
ERTS | st BT
==} ) ==}
& &
= 2 o
] g
04?‘:' Q3 4 Q3
10° 87. 8 1 . (.)'920%’ 10° 70. 0% . 0.180%
10° 10" 10°  10°  10* 10°  10'  10° 10°  10°
FL1-H::FITC FL1-H::FITC

A.B.C.D.E.F 434514 control 4 sh - NC #H sh - miR155 4 .
sh = miR155 +5% 41 .sh — miR155 +10% 41 sh - miR155 +20% 21,
5 control ZH 1, * P <0.05 ;45 sh - miR — 155 411t ,*P <0.05;*" P <0.01
E5 BHGEANARET

3.5 BRAEFNELA@BITRGYE WIE 6 Uin, 5XIRA
AL, sh — miR155 4 40T B N, 2R B S m L (P <
0.05) ;5 sh — miR155 A bb, 3897 41 rp 5310 6 Ko ¥ 33 7 2 4
MEERCTF B, 2R B G5 (P <0.05) , Uil E Pk
Al E A AT E

2. 54
—
o
5 *

2. 09
3 I
=}
5
= 1.5+ #
—
o ##
© 1. 09
o
o
P
0. 54
&
o
i
=0. 04 y

control sh-NC sh-miR155 5% 10% 20%
sh-miR155
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A .B.C.D.E.F 43514 control £ sh - NC £ sh - miR155 £ .
sh —miR155 +5% 21 .sh — miR155 + 10% 41 .sh - miR155 +20% 41,
5 control AL, * P <0.05;5 sh - miR155 41t ,*P <0.05;* P <0.01
6 TEPLIR T X4 BT HE D B2

3.6 BRABFAEL@BBEEGYH WE T Pin, 53 A
AHE, sh - miR155 24N LR 22508 I, 2R A ST % B X (P <
0.05) ;55 sh - miR155 ZAH Lb, 3 #0088 7 vp 351 S o 7 2R T
AR EE Y R TR, ZRAGI2#E L (P <0.05), B
TE PRI 5 R g A 1R 25

oo
o

—
o
=

-
o

=

+

o
o

Invaded cell number (Fold)

=
[=

control sh-NC sh-miR155 5% 10% 20%

sh-miR155

A B.C.D.E.F %5~ control 4 sh - NC 4 .sh - miR155 41 ,
sh — miR155 +5% #H .sh - miR155 + 10% #H .sh - miR155 +20% 4H .,
5 control 4, * P <0.05;5 sh —miR155 41 1t,#P <0.05;%P <0.01
B7 BFREAEREENIMm

3.7 qRT - PCR # 3 7 #1438 7 2 & 41 49 . TGF - B.SMAD2,
CyclinD1 mRNA &3 AP H WK 8 7R, 5 sh - miR155 4
L&, W ARIR T IR YT 410 miRNALSS kN, 2 A it
BY(P<0.05), HXF A HLE, sh — miR155 40 /% TGF - B1,
SMAD2 CyclinD1 mRNA FKEW B I, 257G HITFFE L (P <
0.05) ;5 sh - miR155 41 L #&¢, 5 #4461 5 41 TGF - B1 ,SMAD2 |
CyclinDImRNA ik T, 256G #E L (P <0.05)
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-control
Esh-NC

B sh-niR155

[ Jsh-miR155+5%
Blsh-uiR155+5%+10%

w

B sh-niR155+5%+20%

Relative RNA expression

miR-155 SMAD2
5 control 40, * P <0.05;5 sh - miR - 155 4H£,#P <0.05
B8 RT - PCR il & H 40k kY

TGF - B.SMAD2CyclinD1 mRNA Fi%

3.8 Western — blot A3l i# # . 18 7 %} &4 48 JfL TGF — B/SMAD2
BEakFZATHEH S50 EAML, sh - miR155 4109 TCF -
B1.SMAD2 CyclinDl R XW B AR, ZREAHITFEEX
(P<0.05) ;55 sh - miR155 41 b4, i #L IR 7 K P S FI iR
JTLHH TGF — B1 SMAD2 CyclinDl RSB B N, 2265
H¥E X (P<0.05), WE 9,

TGF-B1

CyelinD1

lcontrol
* B sh-NC

B sh-niR155
* [Ish-miR155+5%
Bl sh-miR155+5%+10%
P sh-miR155+5%+20%

w

[
£

—

Relative protein expression
3

=

SMAD2

TGF-B1 CyelinD1
5 control 1Lk, * P <0.05;
5 sh-miR -155 4 1t,*P <0.05 ;’”’P <0.01. ¥ P <0.001

B9 WBRNEHEMPE TGF - B,.SMAD2, CyclinD1 & B &KX
4 itig

MEEZIH, B RIE 7 U o SERE fh 2 IBER 1k
P SRTE TEPEAEE . R 1 RS IR N S U “ FEANE
X7 NS e R, WG, LR EE AL SRR
K TE IR EE 2, TR #E AR 5 K52 98/ B2 R OB | B AR 5% 7%
B BEEBRE AR R A ST R S R Y K it v 2 HE
SO BRI TR ok B B 222 B R B T SO AL S5 3R
T AEIE 7 Al LAJE# miRNA1SS (9355, 30 TGF - B.SMADs
CyclinD1 284k, ##] SGC - 7901 40 E M G, /M ¥, % F 40 1H
T2, 0 A0 XG5 (R 2R FESE , BB T i SN T B A B R K
FHBLAH

MicroRNA J&—FP 48 19 3E4 D RNA KB 18 ~ 25 PMZAF IR
ZH K, AT S 3 PR 2R GR R 2k A B b e R T
T microRNA BEAIESE e B 2 WA 15U O v AF B AR WA

BT MicroRNA - 155 ¥ K 41 43 54 R0 G 8 I 45 1) 2 Rk 42
(TR, 7E 2 FRRRE Hh 5 0K W B R AT R SR
W &I miR - 155 - 5P #Hl# T NF - kB P65 B 42 it & 26
JEb e 10 B Ak, Pt B R e A D) R R I 5 A IE S M-
croRNA — 155 1k 55 5 i A998 BRI B 5L 00OA G | L3 e % 1) 41 g
FEWIE A DU AMH B AR KT 4 R B B DL (Cy-
clinD1) ZEVETT A 2 A AE G S BB, EWHELT,Cy-
clinD1 7€ G, tHH AR, G, AR &K 78 S HAREAK, 72 40
TR0 Al B B A T 5K ST, CyelinD1 (33 26 35 7] g
G,/ S IR, AR RS H IR AR D A 5, B R T U
JETE IR . Ru ZHFSE F IS CyclinD1 1) 28 1 78 78 B M5 s
4 PR A AR B R A2 B EAR O, AT RE SRV AR O UG I R
e HBIFSE i e B BT I IR 44, 2 B CyclinD1 N
T MM A R MR 22 RE T BRI SE RS T BRIy
i LA miRNALSS A3k, P46 B 58400 CyclinD1 (1935, B A
W G, /M 8] ,iE S AT, BB RKETF - B(TGF - B)
T FlEE R e S R A A0 I, LA R PR s firk
JERIAE S ) TGF - B BES: S 5 M 247 R Ak 5% | 3 T fE
R TS 145 ol 4 KPR 19 &2 2612 0 TGF - B il it TGF - B 5
TGF - B SZ & 11 B 45 400 Ja g, #UIE Smad2/3 85 /2 16 31 T8 %
Smad2/3/4 AW SR IG5 ST R AR B A FH R 4 )
FEDR TG , DT Xt 200 B A 2 7 A T2 B R i 2 AR S IE
SV VIR 5 8 d_EE miR155 R, #iH TGF - B/SMAD2 15
SRR TS R AN T, 30 A A R B AE , R
HIRIR I IRIT B L

ABFFTEE R B R, UL miR - 155 2 3 15 96 20 it 5% 78 0 42
78 X5 IR AT B T 45 SR — 3 Gk i 1 9
miRNA155, #1 ] TGF - B, SMADs . CyclinD1 #9235, FLH#F G,/M
WAES B AR T, IR ARG A, ST RS R 28, AT [ R E
PALIR T BT B RO |, o b 253077 B S SO DS SR
FER ARE N AR IR SR AT I L

S 30K
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